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In the Claims 

Please amend the claims as follows: 
1-23. (Cancelled) 

24. (Currently amended) Th e m e thod of claim 23, A method for identifying elite 
event MS-B2 in a transgenic Brassica plant, or cell or tissue thereof, or transgenic Brassica plant 
material said method comprising amplifying a DNA fragment of between 100 and 300 
nucleotides 160 and 200 by from a nucleic acid present in said transgenic Brassica plant, or cell 
or tissue thereof, or transgenic Brassica plant material, using a polymerase chain reaction (PGR) 
with a first specific primer or probe at least two prim e rs, on e of which comprises at least 16 
consecutive nucleotides from the 5' flanking region of MS-B2, comprised in hybridiz e s to bases 
1-234 of SEQ ID N0:8 , or the complement thereof or from the 3' flanking region of MS-B2, 
comprised in te bases 194-416 of SEQ ID NO: 10 , or the complement thereof; of MS B2 , and a 
second specific primer or probe th e oth e r of which comprises at least 16 consecutive nucleotides 
from the foreign DNA in MS-B2, or the complement thereof said foreign DNA corresponding to 
hybridiz e s to a sequence within SEQ ID N0:1 : and thus identifying a Brassica plant, or cell or 
tissue thereof, or transgenic plant material comprising elite event MS-B2, if said genomic DNA 
amplifies the DNA fragment using PCR with the primers and d e t e cting said amplifi e d DNA 
fragm e nt on an agaros e g e l . 

25. (Currently amended) The method of claim 24, wherein on e of said second specific 
primer or probe prim e rs hybridiz e s to a s e qu e nc e within SEQ ID N0:1 and comprises the 
sequence of SEQ ID NO: 12. 

26. (Currently amended) The method of claim 24, wherein on e of said first specific 
primer or probe comprises at least 16 consecutive nucleotides from the V flanking region of MS- 
B2, comprised in prim e rs hybridiz e s to bases 194-416 of SEQ ID NO: 10 , or the complement 
thereof and compris e s th e sequ e nc e of SEQ ID N0:1 1 . 

27-29. (Cancelled) 

30. (Currently amended) Th e Icit of Claim 29, which fiirth e r compris e s at l e ast A kit 
for identifying elite event MS-B2 in a transgenic Brassica plant, or cell or tissue thereof, or 
transgenic Brasscia plant material, said kit comprising at least a first PCR primer or probe and a 
second PCR primer or probe, wherein the first PCR primer or probe comprises at least 16 
consecutive nucleotides from the 5' flanking region of MS-B2, comprised in bases 1-234 of SEO 
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ID N0:8, or the complement thereof, or from the 3' flanking region of MS-B2, comprised in 
bases 194-416 of SEP ID NO: 10. or the complement thereof: and a second specific primer or 
probe which comprises at least 16 consecutive nucleotides from foreign DNA of MS-B2. or the 
complement thereof, said foreign DNA corresponding hybridiz e s to a sequence within SEQ ID 
N0;1 of MS B2 . 

31. (Currently amended) The kit of claim 30, wherein said second at l e ast on e PGR 
primer or probe comprises the sequence of SEQ ID NO: 12. 

32. (Currently amended) The kit of claim [[29]] 30, wherein said first at l e ast on e 
PCR prime r or probe comprises the sequence of SEQ ID N0:1 1 . 

33. (Cancelled) 

34. (Currently amended) A method for screening the genomic DNA of seeds for the 
presence of MS-B2, which method comprises detectings in the genomic DNA of seeds, an MS- 
B2 specific region comprising the insertion site of MS-B2 . using a polymerase chain reaction 
with a first specific primer or probe which comprises at least 16 consecutive nucleotides from the 
5' flanking region of MS-B2, comprised in hybridiz e s to bases 1-234 of SEQ ID NO:8 , or the 
complement thereof, or from the 3' flanking region of MS-B2, comprised in te bases 194-416 of 
SEQ ED NO: 10 , or the complement thereof of MS B2 , and a second specific primer or probe 
which comprises at least 16 consecutive nucleotides from the foreign DNA in MS-B2, or the 
complement thereof said foreign DNA corresponding to a sequence within SEP ID N0:1: and 
thus confirming the presence of MS-B2 if the MS-B2 specific DNA sequence is so detected in 
said seeds sampl e s of s ee d lots . 

35. (Currently amended) A method for screening the genomic DNA of seeds for the 
absence of MS-B2, which method comprises carrying out^ in the genomic DNA of seeds, a 
polymerase chain reaction Polym e ras e Chain R e action or Southem Blot using a first specific 
primer or probe which comprises at least 16 consecutive nucleotides from the 5' flanking region 
of MS-B2, comprised in hybridiz e s to bases 1-234 of SEQ ID NO: 8 , or the complement thereof, 
or from the 3' flanking region of MS-B2, comprised in t e bases 194-416 of SEQ ID NO: 10, or 
the complement thereof: of MS B2 , and a second specific primer or probe which comprises at 
least 16 consecutive nucleotides from the foreign DNA in MS-B2, or the complement thereof, 
said foreign DNA corresponding to a sequence within SEP ID N0:1: and not detecting the 
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presence of MS-B2 specific DNA on an agarose gel or South e rn Blot m e mbran e, thus 
confirming the absence of MS-B2 in said seeds. 

36. (Currently amended) A method for identifying a Brassica plant, or cell or tissue 
thereof, or Brassica plant material not comprising elite event MS-B2, which method comprises 
establishing whether the genomic DNA of the plant, or cell or tissue thereof, or transgenic plant 
material cannot amplify a DNA fi-agment of between 100 and 300 nucleotides using p e rforming 
a polymerase chain reaction (PCR) with a first primer or probe at l e ast two prim e rs, on e of which 
comprises at least 16 consecutive nucleotides fi-om the 5' flanking region of MS-B2, comprised 
in r e cogniz e s bases 1-234 of SEQ ID NO: 8 , or the complement thereof, or from the 3' flanking 
region of MS-B2, comprised in bases 194-416 of SEQ ID NO: 10 , or the complement thereof; ef 
MS B2 , and a second specific primer or probe which comprises at least 16 consecutive 
nucleotides from the foreign DNA in MS-B2, or the complement thereof, said foreign DNA 
corresponding to anoth e r of which r e cognizes a sequence within SEQ ID N0:1 ; and thus 
identifying a Brassica plant, or cell or tissue thereof, or transgenic plant material not comprising 
elite event MS-B2, if said genomic DNA cannot ampUfy the DNA fragment using PGR with the 
primers , and d e t e cting th e abs e nc e of a DNA fragm e nt of betw e en 160 and 200 bas e pairs on an 
agaros e g e l . 

37. (New) The method of claim 24, wherein said first specific primer or probe 
comprises 20 to 24 consecutive nucleotides from the 5' flanking region of MS-B2, comprised in 
bases 1-234 of SEQ ED N0:8, or the complement thereof, or from the 3' flanking region of MS- 
B2, comprised in bases 194-416 of SEQ ID NO: 10, or the complement thereof, and said second 
specific primer or probe comprises 20-24 consecutive nucleotides from the foreign DNA in MS- 
B2, or the complement thereof, said foreign DNA corresponding to a sequence within SEQ ID 
N0:1. 

38. (New) The method of claim 24, wherein said first specific primer or probe 
comprises the sequence of SEQ ID NO: 1 1 . 

39. (New) The method of claim 24, wherein said first specific primer or probe 
comprises at least 16 consecutive nucleotides from the 5' flanking region of MS-B2, comprised 
in bases 1-234 of SEQ ID N0:8, or the complement thereof. 

40. (New) The kit of claim 30, wherein said first PGR primer or probe comprises 20- 
24 consecutive nucleotides from the 5' flanking region of MS-B2, comprised in bases 1-234 of 
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SEQ ID N0:8, or the complement thereof, or from the 3' flanking region of MS-B2, comprised 
in bases 194-416 of SEQ ID NO: 10, or the complement thereof, and wherein said second 
specific primer or probe comprises 20-24 consecutive nucleotides from foreign DNA in MS-B2, 
or the complement thereof, said foreign DNA corresponding to a sequence within SEQ ID N0:1. 

41, (New) The kit of claim 30, wherein said first PGR primer or probe comprises at 
least 16 consecutive nucleofides from the 5' flanking region of MS-B2, comprised in bases 1-234 
of SEQ ID N0:8, or the complement thereof 

42. (New) The kit of claim 30, wherein said first PGR primer or probe comprises at 
least 16 consecutive nucleotides from the 3' flanking region of MS-B2, comprised in bases 194- 
416 of SEQ ID NO: 10, or the complement thereof. 
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